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Abstract
Cellular metabolism is the fundamental process by which cells maintain growth
and self-renewal. It produces energy, furnishes raw materials, and intermedi-
ates for biomolecule synthesis, andmodulates enzyme activity to sustain normal
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cellular functions. Cellularmetabolism is the foundation of cellular life processes
and plays a regulatory role in various biological functions, including pro-
grammed cell death. Ferroptosis is a recently discovered form of iron-dependent
programmed cell death. The inhibition of ferroptosis plays a crucial role in
tumorigenesis and tumor progression. However, the role of cellular metabolism,
particularly glucose and amino acid metabolism, in cancer ferroptosis is not
well understood. Here, we reviewed glucose, lipid, amino acid, iron and sele-
nium metabolism involvement in cancer cell ferroptosis to elucidate the impact
of different metabolic pathways on this process. Additionally, we provided a
detailed overview of agents used to induce cancer ferroptosis. We explained that
the metabolism of tumor cells plays a crucial role in maintaining intracellu-
lar redox homeostasis and that disrupting the normal metabolic processes in
these cells renders them more susceptible to iron-induced cell death, resulting
in enhanced tumor cell killing. The combination of ferroptosis inducers and cel-
lular metabolism inhibitors may be a novel approach to future cancer therapy
and an important strategy to advance the development of treatments.

KEYWORDS
cancer therapy, cellular metabolism, ferroptosis inducer, ferroptosis

1 BACKGROUND

Cancer is currently the leading cause of death that short-
ens life expectancy worldwide [1]. According to the World
Health Organization estimates, in 2019, cancer ranked sec-
ond among factors causing death before age 70, posing
a serious threat to human life and health security [1, 2].
Cancer is a result of variation in the regulation of certain
cells in the body that are free from the limits imposed by
cell death programs, allowing unlimited cancer cell pro-
liferation and invasive metastasis. Programmed cell death
is an important guarantee for normal cell renewal in the
body, and programmed cell death impairment triggers
unrestricted proliferation of normal cells and promotes
the transition into tumor cells, ultimately leading to the

occurrence of cancer. Programmed cell death, including
apoptosis, necroptosis, pyroptosis, and autophagic death,
is a regulated process in cells under the control of a series
of signaling pathways. Additionally, a previously unnamed
type of cell death called ferroptosis was discovered in 2012
[3].
Ferroptosis is a programmed cell death resulting from

membrane damage caused by lipid peroxidation in an
ion-dependent manner, and it is different from apoptosis,
necrosis, pyroptosis and autophagic death [4–6]. When
cells undergo ferroptosis, their morphology changes,
tending toward increased roundness, resembling cells
undergoing necroptosis. However, in contrast to necrop-
tosis, ferroptosis does not cause cytoplasmic or organelle
swelling or membrane rupture, and the nucleus remains
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relatively intact [3, 7]. In addition, ferroptotic cells do
not exhibit chromatin condensation or apoptotic body
formation through plasma membrane blebbing, both of
which are hallmarks of apoptosis [8]. In addition, the
formation of multiple closed vesicles with double mem-
branes observed in autophagic cells and the loss of lipid
membrane integrity seen in cells undergoing pyroptosis
are not evident in ferroptotic cells [9]. Despite these dif-
ferences, mitochondrial wrinkling and increased density
compared to mitochondria in normal cells are the distin-
guishing morphological characteristics of ferroptotic cells
[9–12]. Differences between ferroptosis and other types of
programmed cell death are summarized in Table 1. Studies
have shown that the fundamental mechanism underlying
ferroptosis is based on the dysregulation of intracellular
redox homeostasis, which triggers lipid peroxidation and
ultimately disrupts membrane integrity, leading to cell
death [4, 13, 14]. Recent research indicates that ferrop-
tosis is induced primarily by the dysregulation of the
solute carrier family 7 member 11 (SLC7A11)-glutathione
(GSH)-glutathione peroxidase 4 (GPX4), nicotinamide
adenine dinucleotide (phosphate) (NAD(P)H)-ferroptosis
suppressor protein 1 (FSP1)-coenzyme Q10 (CoQ10), GTP
cyclohydrolase-1 (GCH1)-tetrahydrobiopterin (BH4), dihy-
droorotate dehydrogenase (DHODH)-ubiquinol (CoQH2),
and acyl-CoA synthetase long-chain family member 4
(ACSL4)-polyunsaturated fatty acids (PUFAs) signaling
pathways and disruptions to iron metabolism [15, 16]. Fer-
roptosis is closely linked to the development of diseases,
and studies have shown that ferroptosis plays an important
role in neurological diseases, ischemia-reperfusion injury,
kidney injury, hematological diseases, and tumorigenesis.
Increasing evidence has shown that ferroptosis exerts an
important inhibitory effect on the progression of tumors
[12]. In most tumor cells, ferroptosis signaling is inhibited
[6]. This finding suggests that suppression of ferroptosis
signaling may play a crucial role in tumorigenesis and that
targeted induction of ferroptosis may lead to a significant
breakthrough in cancer therapy. Therefore, understanding
the regulation of iron-mediated cell death signaling in
tumor cells is crucial for the accurate diagnosis and
effective treatment of tumors.
Cellular metabolism is the basis of normal physio-

logical cellular functions. It contains the metabolism of
biological macromolecules and other factors, such as trace
elements (including iron and selenium). Biological macro-
molecule metabolism involves glucose, fatty acid, and
amino acid metabolism, which generates ATP and pro-
vides the building blocks necessary for nucleic acid, lipid,
and protein synthesis, thereby supporting cellular life
processes. Trace element metabolism, such as iron and
seleniummetabolism, plays a crucial role in regulating the
activity of various enzymes within cells and the essential

cofactors needed for normal cellular growth [17]. Simulta-
neously, the modulation of cellular signaling is influenced
by alterations in cellular metabolism. In recent years,
numerous studies have demonstrated the pivotal regula-
tory role of cell metabolism in tumor cell ferroptosis [18,
19].
In this review, we expound upon the roles of glu-

cose metabolism, fatty acid metabolism, amino acid
metabolism, ironmetabolism and seleniummetabolism in
tumor ferroptosis. Additionally, we described the specific
regulatory mechanisms of different cellular pathways dur-
ing tumor cell ferroptosis to gain a deeper understanding
of the connection between cellular metabolism and tumor
cell ferroptosis.

2 THE CELLULARMETABOLISM-
RELATEDMECHANISMS UNDERLYING
CANCER FERROPTOSIS

2.1 Glucose metabolism

Glucose is themain source of cellular energy and an impor-
tant substrate for the synthesis of biomolecules in cells
[20]. After entering cells through transporters, extracellu-
lar glucose is consumed by cells through glycolysis and the
tricarboxylic acid (TCA) cycle to produce energy and inter-
mediate metabolites for cellular biosynthesis. Glycolysis is
the first step of intracellular glucose metabolism. Glucose
entering the cell is catabolized in the cytoplasm by hexok-
inase (HK) to yield glucose 6-phosphate (G6P), which is
subsequently transformed into fructose 6-phosphate under
the action of G6P isomerase, and fructose 6-phosphate
participates in the next step of the glucose catabolism
process, which eventually produces nicotinamide adenine
dinucleotide (NADH) and pyruvate. Some of this gener-
ated pyruvate is converted to lactate under the action of
lactate dehydrogenase to complete glycolysis. The other
portion of the generated pyruvate entersmitochondria and
is consumed in the TCA cycle, which produces energy as
well as intermediate metabolic products [21]. Mitochon-
dria are the main sources of energy production in cells.
Energy production is an oxygen-consuming process, and
the TCA cycle drives the transfer of electrons across the
mitochondrial inner membrane, where large amounts of
reactive oxygen species (ROS), including H2O2, OH-, ⋅OH,
etc.) are also produced. ROS plays multifaceted roles in
cells. On the one hand, ROS can be signaling molecules
that stimulate cell proliferation; on the other hand, ROS at
high concentrations can damage cells and cause cell death.
Thus, glycolysis and the TCA cycle maintain a dynamic
balance in cells [22–24]. Notably, in the 1920s, scientists
discovered that in most tumor cells, energy is primarily
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F IGURE 1 The role of glucose metabolism in cancer ferroptosis. Glycolysis: NADH and lactate are generated NADH is a reduction agent
that eliminates ROS; lactate promotes the production of MUFAs and induces the expression of GPX4 and SLC7A11. The pentose phosphate
pathway (PPP): This pathway produces large amounts of NADPH, which is involved in the reduction of GPX4 and inhibits lipid peroxidation.
TCA cycle: the TCA cycle contributes to the accumulation of lipid ROS. OXPHOS ROS are produced and ferroptosis is promoted via the
OXPHOS. Abbreviations: HK2, hexokinase 2; G6P, glucose-6-phosphate; G3P, glyceraldehyde 3-phosphate; 1,3-BPG, 1,3-bisphosphoglycerate;
PEP, phosphoenolpyruvate; PKM, pyruvate kinase, muscle; PDK4, pyruvate dehydrogenase kinase isoform 4; G6PD, glucose-6-phosphate
1-dehydrogenase; FSP1, ferroptosis suppressor protein 1; SREBP1, sterol-regulatory element binding protein 1; SCD1, stearoyl-CoA desaturase
1; MUFA, monounsaturated fatty acid; ROS, reactive oxygen species; NADH, nicotinamide adenine dinucleotide; NADPH, nicotinamide
adenine dinucleotide phosphate; GPX4, glutathione peroxidase 4; TCA, the tricarboxylic acid; OXPHOS, oxidative phosphorylation.

produced through glycolysis, even in the presence of suffi-
cient oxygen, a phenomenon known as theWarburg effect.
The glycolysis reaction is rapid and can produce a large
amount of energy in a short period. Moreover, a pathway
that bypasses glycolysis, known as the pentose phosphate
pathway (PPP pathway), produces large amounts of ribose
5-phosphate (a precursor of DNA synthesis), 4 phosphate
and the reducing equivalent nicotinamide adenine dinu-
cleotide phosphate (NADPH) to induce the rapid prolifer-
ation of tumor cells [25]. Furthermore, NADPH is involved
in the synthesis of the reduced form of glutathione (GSH),
an important reducing agent, which can effectively atten-
uate oxidative damage in tumor cells [26]. As mentioned
above, the primary cause of ferroptosis is disrupted redox
balance. Abnormalities in glucose metabolism in tumor
cells can alter redox homeostasis, leading to the sensitivity
or resistance of tumor cells to ferroptosis [27]. Therefore,
the normal regulation of intracellular glucose metabolism
plays an important role in tumor ferroptosis (Figure 1).

Glucose-6-phosphate dehydrogenase (G6PD) is a rate-
limiting enzyme in the PPP. Abnormal expression of G6PD
in tumor cells can lead to the disruption of intracellu-
lar NADPH and GSH metabolism, causing intracellular
redox imbalance and contributing to tumor ferroptosis
[28, 29]. Extensive glycogen accumulation and mutations
in histone-modifying genes are important to the devel-
opment of clear cell renal carcinoma. For example, a
high frequency of histone methylase lysine demethylase
5C (KDM5C) mutations has been found in patients with
clear cell renal cell carcinoma, and restoration of KDM5C
expression in clear renal cell carcinoma cells led to a reduc-
tion in glycogen production, inhibition ofG6PD expression
and PPP activation, decreased NADPH and GSH produc-
tion, and ferroptosis inhibition [28]. In addition, accumu-
lating evidence has shown that G6PD can inhibit ferropto-
sis by regulating the expression of cytochrome P450 oxi-
doreductase. In hepatocellular carcinoma (HCC), G6PD
expression is elevated and negatively correlated with the
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prognosis of HCC patients [29]. Further study showed that
G6PD inhibited the expression of P450, thereby inhibiting
the ferroptosis of HCC cells and enhancing the prolifer-
ation, invasion and metastasis of HCC cells [29]. Lactate
is a metabolite of glycolysis, and mucosal melanoma cells
can take up extracellular lactate through mononuclear
transport carriers, thereby increasing PPP pathway signal-
ing and upregulating ferroptosis-related GPX4 and FSP1
expression. In addition, lactate induces an increase in the
intracellular levels of NADH,NADPH andGSH, leading to
the resistance of tumor cells to ferroptosis [30]. In addition,
lactate can activate the hydroxycarboxylic acid receptor
1 (HCAR1)/monocarboxylate transporter 1 (MCT1)-sterol
regulatory element-binding protein 1 (SREBP1)-stearoyl-
coenzyme A desaturase-1 (SCD1) signaling pathway to
induce monounsaturated fatty acid (MUFA) generation,
thereby inhibiting the ferroptosis of tumor cells [31].
Ras-selective lethal small molecule 3 (RSL3) is a ferrop-
tosis inducer that targets GPX4 and promotes ferroptosis.
Furthermore, in addition to targeting GPX4, RSL3 down-
regulated the expression of glycolysis-related proteins such
as hexokinase 2 (HK2), phosphofructokinase (PFKP), and
pyruvate kinase M2 (PKM2) and reduced the glycolysis
rate in glioma cells, while the addition of sodium pyru-
vate greatly reduced the killing effect of RSL3 on glioma
cells, reflecting the role of glycolysis in anti-ferroptosis
effects [32]. AMP-activated protein kinase (AMPK) is a
sensory receptor of intracellular ATP and is activated dur-
ing energy stress in tumor cells, while activated AMPK can
promote GPX4-dependent ferroptosis via the action of the
janus kinase 2 (JAK2)/signal transducer and activator of
transcription 3 (STAT3)/tumor protein p53 (p53) signaling
axis in kidney cancer cells [33]. AMPK can also promote
ferroptosis by promoting the phosphorylation of beclin1
(BECN1), which leads to the inactivation of the SLC7A11
protein [34]. These findings confirm that highly efficient
glycolysis can inhibit ferroptosis in tumor cells because
AMPK is inactivatedwhen glycolysis is accelerated. In con-
trast, the activation of AMPK activates ACACA, which
inhibits the synthesis of PUFAs, thereby inhibiting fer-
roptosis [35]. This finding suggests that AMPK plays a
dual role in regulating ferroptosis in cancer cells, which
mainly depends on substrate AMPK activation. Pyruvate
is an important product of glycolysis and initiates the
mitochondrial TCA cycle. In pancreatic cancer, upstream
stimulatory factor 2 (USF2) is an upstream regulator of
PKM2; specifically, USF2 binds to the promoter of PKM2
and upregulates the expression of PKM2 to increase the
intracellular GSH concentration and the expression of
GPX4, thereby inhibiting pancreatic cancer cell ferroptosis
[36].
Mitochondria are sites of the TCA cycle, oxidative phos-

phorylation (OXPHOS) and ROS production. Therefore,

mitochondrial metabolism exerts an important impact
on ferroptosis [37]. Notably, cysteine deficiency leads to
mitochondrial membrane hyperpolarization and the accu-
mulation of lipid peroxides, leading to ferroptosis [38,
39]. Inhibition of the TCA cycle or OXPHOS can alle-
viate this phenomenon [38]. Pyruvate is an important
raw material for the TCA cycle. Pyruvate enters the
TCA cycle through the action of pyruvate dehydroge-
nase to form acetyl coenzyme A (CoA). In a study on
pancreatic ductal adenocarcinoma, researchers found that
pyruvate dehydrogenase kinase 4 (PDK4) drove resistance
to ferroptosis. Specifically, PDK4 inhibited the entry of
pyruvate into the TCA cycle by preventing pyruvate oxi-
dation, thereby reducing the fatty acid synthesis rate and
ultimately inhibiting ferroptosis [40]. However, the role
of mitochondria in ferroptosis in tumor cells is unclear
because HT-1080 human fibrosarcoma cells undergo fer-
roptosis even though they lack the mitochondrial electron
transport chain [41]. Hence, ferroptosis signaling may dif-
fer in different tumors. Isocitrate dehydrogenase 2 (IDH2)
is a key enzyme in the TCA cycle, playing an important role
in NADH production and an important factor involved in
mitochondrial GSH turnover. Studies have shown that the
downregulation of IDH2 expression enhances the sensitiv-
ity of tumor cells to ferroptosis, which may be associated
with the reduction in NADH production caused by IDH2
downregulation [42]. Fumarate hydratase is also an impor-
tant metabolic enzyme in the TCA cycle, and inhibition
of this enzyme activity can inhibit ferroptosis [38]. With
research advancements, increasing evidence has shown
that mitochondrial metabolism plays an important role in
the ferroptosis of tumor cells [43, 44]. Glycolysis and mito-
chondrial OXPHOS are dynamic processes, and inhibition
of aerobic glycolysis in tumor cells can cause metabolism
in these cells to shift toward OXPHOS. In fact, inducing
this metabolic shift is considered an effective strategy for
tumor treatment, and the increase in OXPHOS in tumor
cells may further increase the sensitivity of tumor cells to
ferroptosis.
In general, NADPHNADH, GSH, and ROS produced by

glucose metabolism affect the intracellular redox balance,
and when the number of oxidized intracellular products
increases, lipid peroxidation is induced, leading to cell fer-
roptosis. Thus, resistance to intracellular oxidation is an
effective strategy to defend against ferroptosis.

2.2 Fatty acid metabolism

Thousands of lipid molecules are produced in the human
body. In addition to being the main substance of biofilms,
lipid molecules play important roles in energy storage
and signal transduction [45]. Lipid metabolism is involved
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F IGURE 2 The role of lipid metabolism in cancer ferroptosis.
Lipid peroxidation: free PUFAs are peroxidized by the action of the
ACSL4/LPCAT3/ALOX axis, ultimately inducing ferroptosis.
Storage and degradation: free fatty acids are stored in the form of
lipid droplets, and TD52 and PLIN2 promote the formation of lipid
droplets. Lipolysis and lipophagy are important contributors to the
degradation of lipid droplets, resulting in lipid peroxidation.
Moreover, RAB7A and PNPLA2 facilitate the degradation of lipid
droplets. Regulation: ACSL3 and SREBP1/SCD1 regulate ferroptosis
by promoting the synthesis of MUFAs and inhibiting the formation
of PUFA-PLs. In addition, SREBP1/SCD1 inhibits lipid peroxidation
by promoting the production of CoQ10, and POR promotes lipid
peroxidation. Abbreviations: PUFA, polyunsaturated fatty acid;
ACSL4, acyl-CoA synthetase long-chain family 4; LPCAT3,
lysophosphatidyl transferase 3; ALOXS, lipoxygenase; ACSL3,
acetyl-CoA synthetase family 3; MUFA, monounsaturated fatty
acid; POR, cytochrome p450 oxidoreductase; TD52, tumor protein
D52; PLIN2, perilipin2; PL, phospholipid.

in several processes of cellular life activities, and abnor-
mal lipid metabolism exerts an impact on the normal
life activities of many cells, including ferroptosis. Dur-
ing lipid metabolism, peroxidation of PUFAs is a central
trigger of ferroptosis [46]. We describe the role of lipid
metabolism in ferroptosis from the perspective of the
synthesis, regulation, storage and transport of PUFAs
(Figure 2).
The fatty acyl groups of membrane phospholipids are

very diverse in terms of chain length and saturation (dou-
ble vs. single bonds), which determines the biophysical
properties of the cell membrane, including its fluidity,
curvature and subdomain structures [47]. These mem-
brane characteristics, in turn, affect membrane-related
cellular functions and determine the sensitivity of cells to
ferroptosis [48]. The phospholipid molecule is made up

of a number of different fatty acids, including saturated
fatty acids (SFAs), MUFAs, and PUFAs. The phospho-
lipid molecular layer, which contains many unsaturated
fatty acids, is susceptible to ROS damage because the C
= C bond in unsaturated organic molecules is particu-
larly prone to chain reaction oxidation. PUFAs constitute
a class of fatty acid molecules with two or more C = C
bonds in the carbon chains [49]. The double bond adjacent
to the methylene group weakens the hydrogen bond con-
necting a dienyl methyl group to the PUFA chain, thereby
increasing the sensitivity of the carbon chain to hydrogen
ion acquisition, eventually leading to their oxidation. In
addition, when PUFAs are oxidized, they are converted
into reactive free radical groups, which propagate a lipid
peroxidation chain reaction [50]. Thus, the content and
location of PUFAs in the phospholipid bilayer determine
the sensitivity of cells to ferroptosis [51].
Phosphatidylethanolamine (PE) is an esterification

product of PUFAs, mainly arachidonic acid (AA) and
adrenoyl (AdA), which directly induce the development
of ferroptosis after being oxidized. Ferroptosis requires
acyl coenzyme synthetase long-chain family 4 (ACSL4)
[52–55]. Peroxisomes are also sources of the synthesized
lipids needed to initiate ferroptosis, and peroxisome-
mediated plasmalogen enhances ferroptosis in tumor
cells by synthesizing polyunsaturated ether phospholipids
(PUFA-ePLs) in the endoplasmic reticulum, causing lipid
peroxidation [56]. In contrast to PUFAs, MUFAs such as
exogenous oleic acid (OA) and palmitoleic acid (POA)
inhibit erastin- and RSL3-induced ferroptosis in tumor
cells. Specifically, MUFAs inhibit the production of lipid
ROS, especially in cells of the serous membrane, replacing
PUFAs in cells [57].
As mentioned above, the abundance and localization

of PUFAs determine the degree of lipid peroxidation
in cells and, therefore, the degree of iron toxicity. Free
PUFAs are substrates for the synthesis of lipid signaling
mediator substrates, but they must be esterified to mem-
brane phospholipids and undergo oxidation [54]. Thus,
the formation of CoA derivatives of these PUFAs and the
incorporation of these derivatives into phospholipids are
critical for the generation of death signaling induced by
iron overloading. The incorporation of newly synthesized
fatty acids into phospholipids requires the conversion of
the long-chain fatty acid stearyl-CoA catalyzed by acyl-
coenzyme A synthase (ACS) and re-acylation catalyzed by
lysophospholipid acyltransferases (LPLATs) [58, 59]. The
acyl coenzyme A (acyl-CoA) synthetase long-chain family
is expressed mainly in the cytoplasmic matrix and mito-
chondrial outermembrane and catalyzes the conversion of
fatty acids to acyl-CoAs [60]. These acyl-CoAs are interme-
diate products of lipid metabolism and participate in fatty
acid metabolism and biofilm modifications [61]. Among
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the ACSL family, the most closely related to ferroptosis
are ACSL4 and ACSL3. ACSL4 attaches CoA to free fatty
acids via esterification in an ATP-dependent manner, and
its preferred substrates are AA and AdA, and its down-
regulation in tumors leads to the resistance of tumor cells
to ferroptosis [5, 52, 62]. Elongation of very long-chain
fatty acid protein 5 (ELOVL5) and fatty acid desaturase 1
(FADS1) may also increase the sensitivity of cells to ferrop-
tosis by promoting the synthesis of PUFAs [63]. In contrast,
ACSL3, for which the preferred substrate is OA, can acti-
vate MUFAs, which replace the PUFAs in the plasma
membrane, thereby reducing the sensitivity of the plasma
membrane to peroxidation and inhibiting PUFA-induced
lipotoxicity [57, 62]. Familiar to ACSL3, stearoyl CoA desat-
urase (SCD/SCD1) is amultifunctional enzyme involved in
lipid metabolism, and it can catalyze the further desatura-
tion of unsaturated fatty acids and inhibit ferroptosis [64].
In addition, SCD1 also upregulates the expression of CoQ10
(an antioxidant that inhibits ferroptosis), and its anti-
ferroptotic activity includes bothmonosaturated fatty acid-
dependent and non-dependent functions [65]. In addition,
a number of other factors can inhibit lipid peroxidation.
Phospholipid-modifying enzymes (MBOAT1/2) can inhibit
ferroptosis by remodeling the cellular phospholipid pro-
file, and strikingly, their ferroptosis surveillance function
is independent of GPX4 or FSP1 [66]. Ca2+ independent
phospholipase A2β (iPLA2β) is a calcium-independent
phospholipase, iPLA2β-mediated detoxification of perox-
idized lipids is sufficient to suppress p53-driven ferroptosis
upon ROS-induced stress, even in GPX4-null cells [67, 68].
Esterification is an important step in the peroxidation

of phospholipids, carried out mainly by lysophosphatidyl
transferases (LPCATs). LPCATs constitute a group of
enzymes critical for phospholipid remodeling, mainly in
the endoplasmic reticulum. They catalyze the attachment
of the fatty acyl chain at the sn-2 site of phosphatidyl-
choline, thereby regulating the fatty acyl composition of
phospholipids [48, 69]. After linking CoA via ACSL4, long-
chain PUFAs esterify lysophospholipids via LPCAT; this
in turn triggers peroxidation, leading to ferroptosis [51].
Lysophosphatidylcholine acyltransferase 3 (LPCAT3) reg-
ulates lipid metabolism mainly by regulating lipid uptake,
lipoprotein secretion and de novo lipogenesis [48].
Peroxidation of PUFAs ultimately requires the incorpo-

ration of oxygen into lipids, and arachidonic acid lipoxyge-
nases (ALOXs) are among these iron-containing dioxyge-
nases [70]. ALOX5 is the key trigger of lipid peroxidation,
and it can oxidize AA to form the unstable intermedi-
ate 5-hydrperoxyeicosatetraenoic acid (5-HPETE) [71]. In
addition, ALOX5, in combination with the scaffolding pro-
tein PE-binding protein 1 (PEBP1), forms lipid peroxides
and promotes ferroptosis [72, 73]. Cytochrome p450 oxi-
doreductase (POR) is an oxidoreductase that promotes the

peroxidation of polyunsaturated phospholipids indepen-
dent of ALOX action. It transfers an H molecule from
NADPH to an O molecule to form H2O2, which induces
the Fenton reaction with Fe2+ in cells to promote the
peroxidation of PUFAs, thereby inducing ferroptosis [74,
75].
Lipids in cells are stored in the formof lipid droplets, and

the outcome of this storage mechanism is the inhibition
of ferroptosis by reducing the intracellular concentration
of free unsaturated fatty acids [76, 77]. Tumor protein D52
(TD52) and Perilipin2 (PLIN2) promote the formation of
lipid droplets and inhibit ferroptosis in tumor cells [78, 79].
In contrast, the degradation of lipid droplets promotes fer-
roptosis. Lipolysis and lipophagy are the two main modes
of lipid droplet degradation, and RAS oncogene fam-
ily member 7A (RAB7A)- and patatin like phospholipase
domain containing 2 (PNPLA2)-mediated lipid droplet
degradation promotes ferroptosis [79, 80].
Fatty acidmetabolism ismost closely related to ferropto-

sis, and peroxidation of PUFAs is the key factor in cellular
ferroptosis; increased production of PUFAs and disruption
of the PUFA regulatory system will lead to peroxidation
of PUFAs, resulting in cellular ferroptosis. MUFAs, which
are more stable than PUFAs, can replace PUFAs to reduce
the occurrence of lipid peroxidation. Thus, for tumor cells,
promoting the levels of intracellular PUFAs, increasing the
activity of the PUFA production and regulation system, or
attenuating the synthesis of MUFAs are all feasible solu-
tions to promote ferroptosis and increase the efficacy of
antitumor therapy.

2.3 Amino acid metabolism

Amino acids are essential nutrients for the human body
and are the basic raw materials for protein synthesis. In
addition, amino acids are involved in energy metabolism,
the synthesis of biomolecules, signal transduction and the
maintenance of intracellular redox homeostasis [81, 82].
Insufficient intake of amino acids can seriously endan-
ger human health. Studies have shown that amino acid
metabolism is closely related to tumor development, and
abnormal amino acid metabolism has been found in many
tumors [83]. Accumulating evidence suggests that the
abnormalmetabolism of amino acids is related to ferropto-
sis in tumor cells and the regulation of tumor sensitivity to
ferroptosis inducers. Among those needed by the human
body, some amino acids must be ingested through food;
these are called essential amino acids; other amino acids
can be produced intracellularly through a synthetic trans-
formation pathway, and they are called nonessential amino
acids. Both types of amino acids play important roles in
regulating tumor cell ferroptosis (Figure 3) [84].
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F IGURE 3 Amino acid metabolism in cancer cell ferroptosis. Tryptophan mitigates intracellular oxidative stress by either forming I3P
or metabolizing it to yield 5-HT and 3-HA. Moreover, tryptophan exerts a protective effect against ferroptosis through the upregulation of
SLC7A11/NQO1/CYP1B1/AKR1C pathway activity by inducing I3P activity. After extracellular transport into a cell via the transport carrier
SLC7A11/SLC3A2, cystine is rapidly reduced to cysteine (or extracellular cysteine is directly absorbed via ACST1/EAAT3) and synthesized into
GSH with glutamate and glycine by the action of GCL and GS. As a cofactor of GPX4, GSH inhibits ferroptosis via enhanced GPX4 activity.
methionine is converted into cysteine through methionine metabolism, which is involved in the regulation of ferroptosis; alternatively, serine
can be converted into cysteine or glycine through a one-carbon reaction, and this synthetic pathway is involved in the regulation of GSH.
After extracellular Gln enters a cell through the ACST2/SLC1A5 transporter, it can be converted to glutamate and participate in GSH
synthesis. Alternatively, glutamate can enter the mitochondria to form α-KG and thus participates in the TCA cycle and regulates ferroptosis.
L-lysine α-oxidase activates ferroptosis signaling by catalyzing the oxidative decarboxylation of lysine and ROS production. Abbreviations:
I3P, indole-3-pyruvate; 5-HT, serotonin; 3-HA, 3-hydroxyanthranilic acid; GCL, glutamate-cysteine ligase; GS, glutathione synthetase; GSH,
glutathione; GPX4, glutathione peroxidase 4; ROS, reactive oxygen species; TCA, tricarboxylic acid; SLC7A11, solute carrier family 7 member
11; NQO1, NAD(P)H quinone dehydrogenase 1; CYP1B1, cytochrome P450 family 1 subfamily B member 1; AKR1C, aldo-keto reductase family
1 member C; SLC3A2, solute carrier family 3 member 2; ACST1, alanine/serine/cysteine/threonine transporter 1; EAAT3, excitatory amino
acid transporter 3; ACST2, alanine/serine/cysteine/threonine transporter 2; SLC1A5, solute carrier family 1 member 5; α-KG, α-ketoglutarate

Cysteine is a nonessential amino acid that exists mainly
in the form of cystine in the extracellular space. It is trans-
ported into cells by cystine transporters and, after being
reduced to cysteine, participates in the synthesis of GSH,
hydrogen sulfide (H2S), 3-thiol pyruvate, homocysteine,
and other organic compounds, thereby regulating the
growth, metastasis, and drug resistance of tumors [85].
In addition, cysteine is generated via the transsulfuration
pathway [86]. In recent years, many studies have reported
that cysteine deprivation not only inhibits the prolifer-
ation of tumor cells but also promotes ROS production
by inhibiting GSH synthesis and reducing intracellular
NADPH content, which ultimately induces tumor fer-
roptosis [5, 85]. Cysteine starvation therapy significantly
inhibited the growth of tumors transplanted into mice
[87]. Studies have shown that the anabolism of cysteine

in tumor cells consists of 2 pathways: direct uptake of
extracellular cysteine/cystine or generation of cysteine
through other reactions (mainly via the transsulfuration
pathway) [88]. Direct absorption of extracellular cysteine
is mediated through the excitatory amino acid transporter
3 (EAAT3) and alanine/serine/cysteine/threonine trans-
porter 1 (ASCT1), and the absorption of cystine into the
cell is mediated through system Xc- (cystine/glutamate
antiporter); in cells, cystine is reduced to yield cysteine
[89–91]. The transsulfuration pathway involves the con-
version of methionine to S-adenosylmethionine by the
rate-limiting enzyme methionine adenylyltransferase 2A
(MAT2A), and then a series of biochemical reactions
culminates in the formation of cysteine [92]. In addi-
tion, cysteine can be formed by the autophagy-related
breakdown of intracellular proteins and GSH [14]. We
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know that cysteine is a raw material in the produc-
tion of reduced GSH, which is triggered in response to
glutamate-cysteine ligase (GCL). GSH is an important
intracellular reducing agent in cells that neutralizes intra-
cellular ROS, thereby inhibiting cellular peroxidation.
In cells, GSH exists in 2 forms: the reduced form (GSH)
and the oxidized form (glutathione disulfide [GSSG]).
The interconversion of the 2 forms maintains the redox
balance in cells [93]. The abnormal metabolism of cysteine
leads to the inhibition of GSH synthesis, causing dis-
rupted intracellular oxidative homeostasis and tumor cell
ferroptosis [94, 95].
Glutamine is a nonessential amino acid that is found

in large quantities in tumor cells. It enters cells from the
extracellular environment and can be produced in tumor
cells through a series of reactions. After extracellular glu-
tamine enters tumor cells through the transporter solute
carrier family 1 member 5 (SLC1A5; known as ASCT2), it
can be converted into glutamate under the catalytic effect
of glutaminase. Glutamine contributes to the formation of
GSH andNADPH together with Gly and Cys synthesis and
regulates redox homeostasis in cells [96, 97]. Moreover,
glutamine can be a rawmaterial and intermediatemetabo-
lite in the synthesis of nucleic acids, other amino acids and
biomolecules [98, 99]. Since the discovery of aerobic gly-
colysis in tumor cells, some tumor cells have been shown
to produce energy independent of glycolysis; in addition,
glucose deprivation does not cause cell death immediately.
Studies have reported that excessive glutamine provides
energy for tumor cells and thus maintains tumor cell
survival [100]. Moreover, glutamine was shown to be con-
sumed almost 10-fold faster in HCC and fibrosarcoma cells
than in normal cells [84]. This rapid consumption is due
to glutamine entering mitochondria and being converted
into α-ketoglutarate (α-KG) under the action of glutam-
inase (GLS) and glutamate dehydrogenase (GDH), after
which it enters the TCA cycle and produces ATP and TCA
cycle intermediate metabolites needed for cell survival
[99, 101, 102]. Glutamine metabolism is closely associated
with ferroptosis, which may be related to the catabolic
metabolism of glutamine [90]. Glutamine is converted
into glutamate, aspartate, pyruvate, lactate, arginine,
citrate, and other amino acids through a series of reactions
catalyzed by metabolic enzymes such as GLS, GDH, and
glutamic-oxaloacetic transaminase 2(GOT2), and these
amino acids are subsequently consumed as raw materials
in the TCA cycle and during lipid synthesis, thus reducing
the ferroptosis rate [84] Furthermore, α-KG, a metabolite
of glutamine, and a series of downstream α-KG products,
including succinic acid, ferredoxin, and malic acid, can
substitute for glutamine and promote the accumulation of
lipid ROS [103]. Thus, inhibition of glutamine metabolic

signaling, such as that caused by inhibition of glutamine
transport carriers, GLS activity, or glutamic-oxaloacetic
transaminase 1 (GOT1) activity, can profoundly inhibit
ferroptosis [104–106]. However, due to the specificity of
glutamine and its role as a nonessential amino acid, a com-
pensatory mechanism is triggered in tumor cells, and the
simple inhibition of glutamine uptake by inhibiting glu-
tamine transport carriers is not sufficient to inhibit tumor
growth [83]. Therefore, the combination of glutamine
intake and catabolism inhibition is necessary to achieve
a better therapeutic effect via glutamine-targeted tumor
therapy.
Tryptophan is an essential amino acid that is involved

mainly in the kynurenine (Kyn) signaling pathway and is
a substrate in cells; in addition, the tryptophanmetabolites
serotonin (5-HT) and 3-hydroxyanthranilic acid (3-HA)
markedly facilitate tumor cells, enabling them to escape
ferroptosis [107, 108]. In addition, tryptophan can be
metabolized to produce indole-3-pyruvate (I3P), a pro-
cess catalyzed by interleukin 4 induction 1 (IL4i1), and it
inhibits tumor ferroptosis. Mechanistically, I3P can upreg-
ulate the expression of ferroptosis-related genes such as the
SLC7A11,NQO1,CYP1B1, andAKR1C family proteins at the
transcriptional level; on the other hand, I3P shows the abil-
ity to scavenge free radicals efficiently, thereby inhibiting
lipid peroxidation and inducing cell resistance to ferrop-
tosis [109]. In addition, some other amino acids play
important roles in the regulation of ferroptosis in tumor
cells. Serine is an important component of the one-carbon
synthesis pathway, and activation of the serine synthesis
pathway is directly related to the synthesis of GSH. This
may be because serine is directly involved in the synthesis
of Cys, and Cys and Gly are important raw materials for
GSH synthesis and are directly related to ferroptosis [84,
110]. This role played by serine implies that themetabolism
of serine and glycine is likely to play an important role
in ferroptosis in tumor cells. Recent studies have shown
that lysine also plays an important role in the regulation
of ferroptosis. L-lysine α-oxidase can activate ferroptosis
signaling by catalyzing the oxidative decarboxylation of
lysine and ROS production in triple-negative breast cancer
cells [111].
Abnormal amino acid metabolism is an important fea-

ture of tumors. The current study suggests that amino
acid metabolism affects ferroptosis mainly through the
production of GSH and the induced expression of some
ferroptosis-related genes, such as SLC7A11 and NQO1, by
amino acid metabolites. Although reports on the regula-
tion of ferroptosis by amino acids in tumor cells are rare,
as research advances, themechanism bywhich amino acid
metabolism regulates ferroptosis is expected to become
clearer.
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F IGURE 4 Iron metabolism in cancer cell ferroptosis. Import:
Fe3+ forms a complex with transferrin and TFR1 to enter cells
through endocytosis. Transport: Fe3+ entering a cell is reduced to
Fe2+ by SETAPE and is then transported to the cytoplasm via DMT1.
Storage: Free Fe2+ in the cytoplasm is bound to ferritin vis the
action of PCBP1/2 and stored in the cytoplasm. Export: Free Fe2+ in
the cytoplasm is transported out of a cell by ferroportin.
Abbreviations: TFR1, membrane protein TF receptor 1; SETAPE,
six-transmembrane epithelial antigens of the prostate 3; DMT1,
divalent metal transporter 1; PCBP1/2, poly-(rC)-binding protein 1/2;
LIP, labile iron pool.

2.4 Iron metabolism

Iron is an important trace element in the human body and
an important component of blood cells. Furthermore, iron
is a cofactor of various intracellular enzymes and partic-
ipates in the regulation of various intracellular metabolic
pathways. Disruptions of iron metabolism can lead to a
variety of pathological processes, including iron-induced
cell death, which is the basis for the term ferroptosis. The
metabolism of iron in cells involves three main processes:
import, transport, and storage/export. All of these pro-
cesses exert a direct impact on tumor ferroptosis (Figure 4).
Fe3+ binds to ferroportin (FPN) on the surface of the cell
membrane and forms a complex with membrane protein
TF receptor 1 (TFR1), which enables its transport into the
cell through endocytosis [14, 112]. Fe3+ that enters a cell
is reduced to Fe2+ in endosomes by six-transmembrane
epithelial antigens of prostate 3 (STEAP3) and is sub-
sequently transported to the cytoplasm by the divalent
metal transporter 1 (DMT1) protein [113]. Fe2+ (establish-
ing the labile iron pool [LIP]) in the cytosol as well as
in mitochondria shows oxidative activity and induces fer-

roptosis by causing lipid peroxidation mediated through
the Fenton reaction. In addition, LIP iron can bind to fer-
ritin via poly-(rC)-binding protein 1 (PCBP1) and PCBP2,
thereby reducing the number of intracellular free iron
ions and inhibiting ferroptosis [114]. Intracellular iron can
be transported outside the cell via the FPN protein, thus
reducing the amount of intracellular iron accumulation
and regulating intracellular iron homeostasis [115].
The influx, storage and efflux of intracellular iron affects

the homeostasis of intracellular iron levels and regulates
the sensitivity of tumor cells to ferroptosis. In glioma
cells, the expression of transferrin receptor (TFRC) was
increased by pseudolaric acid B, which promoted the
uptake of Fe3+ and induced glioma cell ferroptosis [116].
Ferritin is an important protein that stores Fe2+. The
autophagic degradation of ferritin, called ferritinophagy,
causes the release of Fe2+, thereby increasing the con-
tent of free Fe2+ in cells and inducing ferroptosis [117].
Similarly, inhibition of ferroportin activity leads to the
intracellular accumulation of iron in the LIP, leading to fer-
roptosis in tumor cells [118]. Recent studies have reported
that prominin-2 plays an important role in promoting the
transport of iron out of cells. Prominin-2 promotes the
formation of multivesicular bodies, that is, exosomes con-
taining ferritin, thereby enhancing the resistance of breast
cancer cells to ferroptosis inducers [119].
Irons are important influences on ferroptosis, and the

accumulation of intracellular Fe2+ causes lipid peroxida-
tion through the Fenton reaction and induces ferroptosis.
Thus, iron chelators can inhibit the occurrence of ferrop-
tosis by reducing free Fe2+ in cells. However, not all iron
accumulation leads to ferroptosis, and some tumor cells
contained a large amount of iron but did not undergo fer-
roptosis [120], suggesting that iron-induced ferroptosis is
tissue- and cell-specific, and further in-depth study of its
mechanism is needed.

2.5 Seleniummetabolism

Selenium is an essential trace element in the human body
and plays an important role in regulating the redox bal-
ance in human cells under oxidative stimulation. Selenium
in the human body is obtained mainly from the diet,
including selenomethionine from plant food sources and
selenocysteine from animal food sources. The metabolic
pathways of selenomethionine in the body mainly include
the following processes: (1) Selenomethionine is randomly
inserted into the methionine site of a protein during
protein synthesis. When the selenomethionine-carrying
protein is degraded, selenomethionine re-enters the free
selenomethionine pool for recycling. (2) Selenomethio-
nine is metabolized by selenomethionine lyase to yield
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methyl selenite, which is processed by a demethylase
to generate selenide that enters the normal selenium
metabolism pathway. (3) Selenocysteine is formed via
transsulfuration [121, 122]. However, the metabolism
of intracellular selenocysteine is complex; specifically,
selenocysteine can be decomposed into selenide and
alanine via the action of selenocysteine lyase [123].
Through selenophosphate synthase, selenide is converted
to monoselenophosphate, which mediates the genera-
tion of selenocysteine-specific transfer RNA (tRNAsec)
and participates in the synthesis of selenoproteins that
play important roles in the synthesis and biological func-
tion of selenoproteins. The specific pathway includes a
combination of L-serine and tRNAsec in the presence
of serine-tRNA synthase to form ser-tRNAsec. Then, ser-
tRNAsec phosphorylation is catalyzed by phosphoseryl-
tRNA kinase (PSTK) to yield p-ser-tRNAsec. Through an
alternative pathway, selenide (HSe−) can be converted
to monoselenophosphate (H2SePO3

−) by selenophosphate
synthetase 2 (SEPHS2) catalysis. and H2SePO3

− functions
as a donor in the formation of sec-tRNA by binding to
p-ser-tRNAsec in the presence of selenocysteine synthase
(SelA/SecS). In turn, tRNAsec recognizes a UGA codon
and, through a complex series of processes, participates in
selenoprotein synthesis (Figure 5) [124–126].
The selenoproteins involved in ferroptosis include

mainly GSH peroxidase (GPX) family proteins and thiore-
doxin reductase (TrxR), with each of these proteins carry-
ing a selenocysteine (sec, U, Se-Cys) [127]. GPX4, the role of
which in tumor cell ferroptosis was previously mentioned,
is an important antioxidant. TrxR1 also plays an important
role in ferroptosis. In pancreatic cancer cells, diaphanous
related dormin 3 (DIAPH3) activated the expression of
selenoprotein TrxR1, thereby reducing the content of ROS,
reducing the cellular lipid peroxidation rate, inhibiting the
occurrence of ferroptosis, and ultimately promoting the
malignant progression of pancreatic cancer [128].
Current research has shown that selenium is primar-

ily involved in the synthesis of selenoproteins in the form
of selenocysteine, which regulates the activity of seleno-
proteins. Hence, a normal rate of selenium metabolism
may be an important factor in maintaining the normal
physiological function of cells, and interfering with the
seleniummetabolism pathway or inducing abnormal sele-
nium metabolism activity in tumor cells may be a new
direction for cancer treatment.

3 FERROPTOSIS INDUCERS

Compared with normal cells, tumor cells demand a higher
level of iron. In addition, tumor cells show abnormal
metabolic activity and produce more ROS; therefore, they

show a higher sensitivity to ferroptosis [15, 129]. Therefore,
the induction of ferroptosis in tumor cells may be an effec-
tive strategy in cancer therapy. Ferroptosis inducers have
shown great potential in the clinical treatment of cancer.
In order to understand the progress of targeted ferroptosis
in tumour therapy, we have summarised the inducers that
are currently being used to regulate ferroptosis.
Glucose metabolism regulates cellular ferroptosis

mainly by affecting the generation of intracellular reduc-
tion products (GSH, NADPH, ROS, NADH, etc.) [27, 35].
In addition, the induction of some ferroptosis-related
proteins, such as FSP1, is also one of the important mech-
anisms by which glucose metabolism is regulated. FSP1, a
GSH-independent ferroptosis inhibitor, was discovered in
2019 and inhibits the ferroptosis of tumor cells by reducing
the level of CoQ10 [130]. In addition, FSP1 can also inhibit
ferroptosis in an ESCRT-III-dependent membrane repair
pathway or in a nonclassical redox cycle of the vitamin
K pathway [131]. Recent studies suggest that FSP1 may
also inhibit ferroptosis by eliminating lipid peroxidation
through its intermediate metabolite 6-hydroxy-FAD [132].
Treatment with the specific small-molecule inhibitor FSP1
inhibitor (iFSP1) or FSP1-specific inhibitor (icFSP1) can
specifically inhibit the activity of FSP1 and effectively
induce ferroptosis [133, 134].
PUFAs increase membrane fluidity and are important

protective factors that allow cells to adapt to their environ-
ment. However, abnormal expression of PUFA synthases
(LPCAT3 and ACSL4) or lipid oxidases (LOXs) can lead
to excessive lipid peroxidation, causing ferroptosis [135].
Bromelain induces the expression of ACSL4 and increases
the lipid peroxidation rate, thereby inducing ferropto-
sis in tumor cells [136]. However, few agonists targeting
PUFA synthases have been reported, and more need to be
developed.
In amino acid metabolism, SystemXc- is the gateway

for cystine entry into the cell, and its major subunit,
SLC7A11, plays an important role in resistance to ferrop-
tosis [91]. The SLC7A11-GPX4-GSH pathway is the most
studied ferroptosis inhibitory signaling pathway, as it can
prevent the depletion of intracellular GSH and protect
cells from oxidative damage. Inhibition of this signaling
pathway causes GSH depletion and induces ferroptosis,
ultimately killing tumor cells [137]. SystemXc- is an impor-
tant amino acid transporter in the cell membrane that can
import cystine to promote intracellular GSH synthesis and
decrease intracellular oxidation levels; moreover, GSH is
an essential cofactor of GPX4, facilitating GPX4 reduc-
tion of lipid peroxides into nontoxic lipid alcohols, thereby
inhibiting ferroptosis in tumor cells [138]. Thus, inhibi-
tion of system Xc- activity effectively induces ferroptosis
in tumor cells. SLC7A11 is an important component of sys-
tem Xc-. Treatment with erastin, sorafenib or sulfasalazine
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JIANG et al. 197

F IGURE 5 Schematic illustration of seleniummetabolism. Metabolic pathways of selenomethionine from plant food sources: (1) protein
synthesis; (2) transfer to selenocysteine via transsulfuration; and (3) conversion to selenide. Metabolic pathways of selenocysteine ingested
from animal food sources: selenocysteine is converted to selenide by selenocysteine lyase, which is recognized and synthesized as
selenoprotein after conversion to sec-tRNA. Abbreviations: SEPHS2, selenophosphate synthetase 2; HSe−, selenide; PSTK,
phosphoseryl-tRNA kinase; L-ser, L-serine; SerS, seryl-tRNA synthetase; SelA, selenocysteine synthase; SecS, selenocysteine tRNA synthase;
tRNAsec, selenocysteine-specific transfer RNA; ser-tRNAsec, serly-tRNAsec; p-ser-tRNAsec, phosphorylation of serly-tRNAsec; sec-tRNA,
selenocysteine.

effectively inhibits the activity of SLC7A11, leading to
the depletion of intracellular GSH, which leads to the
inactivation of GPX4 and induces ferroptosis in tumor
cells [139–141]. Additionally, blocking GPX4 signaling with
RSL3 or ML210 and promoting GPX4 degradation with
FIN56 or PdPT induces ferroptosis [142–145]. Moreover,
buthionine sulfoximine (BSO) promotes ferroptosis by
inhibiting γ-glutamylcysteine synthase (γ-GCS), the rate-
limiting enzyme in GSH synthesis, thereby reducing the
level of reduced GSH and the activity of GPX4 [140].
For iron-sensitive tumors, iron overload in tumor cells

is a significant contributor to ferroptosis. Inhibition of
intracellular iron overload and ferrous ion accumulation
effectively suppresses ferroptosis. Conversely, elevating
intracellular iron levels facilitates ferroptosis [146]. Sirame-
sine and lapatinib downregulate ferroportin activity and

upregulate transferrin activity, leading to an increase in
intracellular iron content and ultimately promoting fer-
roptosis [41, 147]. Artemisinins modulate the expression of
iron metabolism-related genes, increase intracellular iron
levels and promote tumor ferroptosis [148]. JQ1 and sali-
nomycin induce ferritinophagy, leading to an increase in
intracellular iron levels and triggering ferroptosis in tumor
cells [26, 149]. Piperlongumine targets selenocysteine to
inhibit TrxR1 activity and enhances tumor cell sensitivity
to ferroptosis (Table 2) [150]. In addition, a number of other
inhibitors of ferroptosis have been identified [151].
Theoretically, ferroptosis can be induced to eliminate

tumor cells and thus achieve cancer treatment goals. How-
ever, no effective compounds targeting ferroptosis are
currently in clinical use. This lack of suitable ferropto-
sis agonists may be partially attributed to the compounds
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TABLE 2 Summary of ferroptosis inducers.

Compound/drug Target Mechanism Reference
iFSP1 FSP1 CoQ10 deletion [133]
icFSP1 FSP1 Altered subcellular localization of FSP1 [134]
Bromelain ACSL4 Increase lipid peroxidation [136]
Erastin SLC7A11 cystine import inhibition, cysteine deprivation [139]
Sorafenib SLC7A11 cystine import inhibition, cysteine deprivation [140]
Sulfasalazine SLC7A11 cystine import inhibition, cysteine deprivation [141]
RSL3 GPX4 GPX4 inactivation and GSH deprivation [142]
ML210 GPX4 GPX4 inactivation and GSH deprivation [143]
FIN56 GPX4 and CoQ10 GPX4 inactivation and CoQ10 deletion [144]
PdPT GPX4 GPX4 degradation and GSH deprivation [145]
BSO γ-GCS Inhibit GSH synthesis [140]
Siramesine Ferroportin-1 Increase cellular irons [41]
Lapatinib Transferrin Increase cellular irons [147]
Artemisinins Iron-related genes Increase cellular irons [148]
Salinomycin Ferritinophagy Ferritin degradation and increase cellular irons [149]
JQ1 Ferritinophagy Ferritin degradation and increase cellular irons [26]
Piperlongumine Selenocysteine TrxR1 inactivation [150]

Abbreviations: γ-GCS, γ-glutamylcysteine synthas; ACSL4, acyl-CoA synthetase long-chain family member 4; CoQ10, coenzyme Q10; FSP1, ferroptosis suppressor
protein 1; GPX4, glutathione peroxidase 4; SLC7A11, solute carrier family 7 member 11; TrxR1, thioredoxin reductase.

that induce ferroptosis to induce other signaling pathways,
leading to inadequate specificity in action and severe side
effects. Another reason for this is the diverse regulatory
pathways of ferroptosis in tumor cells and compensatory
pathways that counteract these pathways. Therefore, the
inhibition of only a single pathway does not lead to optimal
results. It is believed that a more comprehensive under-
standing of the mechanism underlying ferroptosis and the
discovery of compounds with highly specific affinity for
these pathways are needed to address current deficiencies
in tumor treatments targeting ferroptosis.

4 CONCLUSIONS AND PERSPECTIVE

Ferroptosis is a form of programmed cell death that is
mediated via self-regulatory mechanisms in response to
external stimuli or changes in the intracellular environ-
ment. The essence of ferroptosis is a redox imbalance
that causes lipid peroxidation and damage to cell mem-
branes, leading to cell death. Whether it is iron or other
influences, the result is a perturbation of the intracellu-
lar redoxmicroenvironment, causing lipid peroxidation, so
that regulating the intracellular redox microenvironment
can regulate cellular ferroptosis [152]. Cell metabolism is
an important process throughwhich cellsmaintain growth
and self-renewal, providing the energy and various raw
materials needed for nucleic acid synthesis and protein
synthesis. Moreover, metabolic processes and metabo-

lites in tumor cells influence the programmed regulation,
including ferroptosis, of these cells. In this paper, we
presented a comprehensive review of the impact of glu-
cose, lipid, amino acid, iron and selenium metabolism
on ferroptosis in tumor cells. We also explored the spe-
cific mechanisms regulating these metabolic pathways
and provided a detailed summary of the compounds and
clinical drugs that induce ferroptosis in tumor cells. It
was found that glucose metabolism, in addition to pro-
viding energy and intermediate metabolites for nucleic
acid and protein synthesis, plays an important role in
regulating intracellular redox balance. Inhibition of aer-
obic glycolysis is considered an important strategy for
the treatment of tumors. Inhibition of aerobic glycolysis
inhibits the energy metabolism pathway in tumor cells
and promotes the death of tumor cells by exhausting the
energy supply. In addition, inhibition of aerobic glycoly-
sis promotes a shift of glucose metabolism from glycolysis
to OXPHOS mediated by the TCA cycle, enhancing the
sensitivity of cancer cells to ferroptosis [153]. Inhibition
of the PPP reduces NADPH production, inhibiting the
expression of downstream reducing agents, such as GSH,
Trx and CoQ10, which in turn promotes ferroptosis in
tumor cells [130]. Sorafenib, a United States Food and
Drug Administration-approved antitumor drug, has been
recently shown to induce ferroptosis specifically in the
presence of ACSL4. Notably, sorafenib enhances lipid ROS
production in liver cancer cells by modulating metabolic
pathway activity [154]. Artemisinin is a potent natural
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product used for the treatment of malaria, and it plays
a crucial role in inducing ferroptosis in tumor cells by
promoting ferritinophagy and increasing free iron levels,
ultimately leading to tumor cell death [155]. Moreover,
lapatinib sensitizes breast cancer cells to ferroptosis by
decreasing the expression of ferroportin and ferritin and
increasing the expression of transferrin [147]. BSO is a
commonly used GSH inhibitor that effectively inhibits the
synthesis of intracellular GSH and increases the level of
intracellular ROS, thereby promoting ferroptosis sensitiv-
ity in breast cancer cells [156]. This evidence indicates that
the combination of cell metabolism inhibitors and ferrop-
tosis inducers can effectively kill tumor cells, which may
be a new strategy for cancer treatment. Ferroptosis has
a complex and highly context-dependent role in cancer
biology and treatment. The development of translational
anticancer strategies can be complex and is dependent
on continued research to better understand the regula-
tory mechanisms and signaling pathways of ferroptosis.
The search for biomarkers to facilitate the detection and
tracking of ferroptosis in humans will be an area of active
research in the coming years. Combinations of drugs
are also an important direction of current clinical treat-
ment, which can improve the efficacy of treatment while
minimizing the toxic side effects of drugs. We anticipate
that as research advancements are made, our understand-
ing of ferroptosis will become more refined. Combining
metabolic inhibitors and ferroptosis inducers to target
tumor cell ferroptosis pathways is expected to be a crucial
strategy for cancer therapy in the future.

DECLARATIONS
AUTH OR CONTRIBUT IONS
Xianjie Jiang, Qiu Peng, Mingjing Peng, Linda Oyang,
Honghan Wang, Qiang Liu, Xuemeng Xu, Nayiyuan Wu,
Shiming Tan, Wenjuan Yang, Yaqian Han, Jinguan Lin,
Longzheng Xia, Yanyan Tang, and Xia Luo collected the
related paper and drafted the manuscript. Jie Dai, Yujuan
Zhou, and Qianjin Liao participated in the design of the
review and draft the manuscript. All authors read and
approved the final manuscript.

ACKNOWLEDGMENTS
The authors have nothing to report. This work was sup-
ported in part by grants from the following sources: the
National Natural Science Foundation of China (82203233,
82202966, 82173142, 82302987, 82303534, and 81972636),
the Natural Science Foundation of Hunan Province
(2023JJ60469, 2023JJ40413, 2023JJ30372, 2023JJ30375,
2022JJ80078, and 2020JJ5336), the Research Project of
Health Commission of Hunan Province (202203034978,
202109031837, and 20201020), Key Research and Devel-
opment Program of Hunan Province (2022SK2051),

Hunan Provincial Science and Technology Department
(2020TP1018), the Changsha Science and Technology
Board (kh2201054), the Changsha Municipal Natural
Science Foundation (kq2014209), Ascend Foundation of
National Cancer Center (NCC201909B06), Hunan Cancer
Hospital Climb Plan (ZX2020001-3 and YF2020002), the
Science and Technology Innovation Program of Hunan
Province (2023RC3199, 2023SK4034 and 2023RC1073), and
by China Postdoctoral Science Foundation (2022TQ0104
and 2022M721118).

CONFL ICT OF INTEREST STATEMENT
The authors declare that they have no competing interests.

ETH ICS APPROVAL AND CONSENT TO
PART IC IPATE
Not applicable.

CONSENT FOR PUBL ICAT ION
Not applicable.

DATA AVAILAB IL ITY STATEMENT
Not applicable.

ORCID
QianjinLiao https://orcid.org/0000-0001-9320-3090

REFERENCES
1. Qiu H, Cao S, Xu R. Cancer incidence, mortality, and bur-

den in China: a time-trend analysis and comparison with the
United States and United Kingdom based on the global epi-
demiological data released in 2020. Cancer Commun (Lond).
2021;41(10):1037–1048.

2. Sung H, Ferlay J, Siegel RL, Laversanne M, Soerjomataram
I, Jemal A, et al. Global Cancer Statistics 2020: GLOBO-
CAN Estimates of Incidence and Mortality Worldwide for 36
Cancers in 185 Countries. CA Cancer J Clin. 2021;71(3):209–
249.

3. Dixon SJ, Lemberg KM, Lamprecht MR, Skouta R, Zaitsev
EM, Gleason CE, et al. Ferroptosis: an iron-dependent form of
nonapoptotic cell death. Cell. 2012;149(5):1060–1072.

4. Jiang X, Stockwell BR, Conrad M. Ferroptosis: mecha-
nisms, biology and role in disease. Nat Rev Mol Cell Biol.
2021;22(4):266–282.

5. Chen X, Kang R, Kroemer G, Tang D. Broadening horizons: the
role of ferroptosis in cancer.Nat RevClinOncol. 2021;18(5):280–
296.

6. Li J, Cao F, YinHL,Huang ZJ, Lin ZT,MaoN, et al. Ferroptosis:
past, present and future. Cell Death Dis. 2020;11(2):88.

7. TongX, TangR, XiaoM,Xu J,WangW, ZhangB, et al. Targeting
cell death pathways for cancer therapy: recent developments in
necroptosis, pyroptosis, ferroptosis, and cuproptosis research. J
Hematol Oncol. 2022;15(1):174.

8. Ke B, Tian M, Li J, Liu B, He G. Targeting Programmed Cell
Death Using Small-Molecule Compounds to Improve Potential
Cancer Therapy. Med Res Rev. 2016;36(6):983–1035.

 25233548, 2024, 2, D
ow

nloaded from
 https://onlinelibrary.w

iley.com
/doi/10.1002/cac2.12519 by C

ochraneC
hina, W

iley O
nline L

ibrary on [03/03/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense

https://orcid.org/0000-0001-9320-3090
https://orcid.org/0000-0001-9320-3090


200 JIANG et al.

9. GaoW,WangX, ZhouY,WangX, YuY. Autophagy, ferroptosis,
pyroptosis, and necroptosis in tumor immunotherapy. Signal
Transduct Target Ther. 2022;7(1):196.

10. Liang C, Zhang X, Yang M, Dong X. Recent Progress
in Ferroptosis Inducers for Cancer Therapy. Adv Mater.
2019;31(51):e1904197.

11. Ariosa AR, Lahiri V, Lei Y, Yang Y, Yin Z, Zhang Z, et al. A per-
spective on the role of autophagy in cancer. Biochim Biophys
Acta Mol Basis Dis. 2021;1867(12):166262.

12. Zhao L, Zhou X, Xie F, Zhang L, Yan H, Huang J, et al. Ferrop-
tosis in cancer and cancer immunotherapy. Cancer Commun
(Lond). 2022;42(2):88–116.

13. Lan H, Gao Y, Zhao Z, Mei Z, Wang F. Ferroptosis: Redox
Imbalance and Hematological Tumorigenesis. Front Oncol.
2022;12:834681.

14. Rochette L, Dogon G, Rigal E, Zeller M, Cottin Y, Vergely C.
Lipid Peroxidation and Iron Metabolism: Two Corner Stones
in the Homeostasis Control of Ferroptosis. Int J Mol Sci.
2022;24(1):449.

15. Xu L, Liu Y, Chen X, Zhong H, Wang Y. Ferroptosis in life: To
be or not to be. Biomed Pharmacother. 2023;159:114241.

16. Mao C, Liu X, Zhang Y, Lei G, Yan Y, Lee H, et al. DHODH-
mediated ferroptosis defence is a targetable vulnerability in
cancer. Nature. 2021;593(7860):586–590.

17. Miyazawa H, Aulehla A. Revisiting the role of metabolism
during development. Development. 2018;145(19):dev131110.

18. Broadfield LA, Pane AA, Talebi A, Swinnen JV, Fendt SM.
Lipid metabolism in cancer: New perspectives and emerging
mechanisms. Dev Cell. 2021;56(10):1363–1393.

19. Lee J, Shin D, Roh JL. Lipid metabolism alterations and ferrop-
tosis in cancer: Paving theway for solving cancer resistance. Eur
J Pharmacol. 2023;941:175497.

20. Jiang X, Deng X, Wang J, Mo Y, Shi L, Wei F, et al. BPIFB1
inhibits vasculogenic mimicry via downregulation of GLUT1-
mediated H3K27 acetylation in nasopharyngeal carcinoma.
Oncogene. 2022;41(2):233–245.

21. Mulukutla BC, Yongky A, Le T, Mashek DG, Hu WS. Reg-
ulation of Glucose Metabolism - A Perspective From Cell
Bioprocessing. Trends Biotechnol. 2016;34(8):638–651.

22. Idelchik M, Begley U, Begley TJ, Melendez JA. Mitochondrial
ROS control of cancer. Semin Cancer Biol. 2017;47:57–66.

23. D’Autreaux B, Toledano MB. ROS as signalling molecules:
mechanisms that generate specificity in ROS homeostasis. Nat
Rev Mol Cell Biol. 2007;8(10):813–824.

24. Hole PS, Zabkiewicz J, Munje C, Newton Z, Pearn L, White P,
et al. Overproduction of NOX-derived ROS in AML promotes
proliferation and is associated with defective oxidative stress
signaling. Blood. 2013;122(19):3322–3330.

25. Ge T, Yang J, Zhou S, Wang Y, Li Y, Tong X. The Role of
the Pentose Phosphate Pathway in Diabetes and Cancer. Front
Endocrinol (Lausanne). 2020;11:365.

26. Chen X, Li J, Kang R, Klionsky DJ, Tang D. Ferroptosis:
machinery and regulation. Autophagy. 2021;17(9):2054–2081.

27. Yao X, Li W, Fang D, Xiao C, Wu X, Li M, et al. Emerging
Roles of EnergyMetabolism inFerroptosis Regulation of Tumor
Cells. Adv Sci (Weinh). 2021;8(22):e2100997.

28. Zheng Q, Li P, Zhou X, Qiang Y, Fan J, Lin Y, et al. Deficiency
of the X-inactivation escaping gene KDM5C in clear cell renal
cell carcinoma promotes tumorigenicity by reprogramming

glycogen metabolism and inhibiting ferroptosis. Theranostics.
2021;11(18):8674–8691.

29. Cao F, Luo A, Yang C. G6PD inhibits ferroptosis in hepatocel-
lular carcinoma by targeting cytochrome P450 oxidoreductase.
Cell Signal. 2021;87:110098.

30. Lin W, Lu X, Yang H, Huang L, Huang W, Tang Y, et al.
Metabolic heterogeneity protects metastatic mucosal
melanomas cells from ferroptosis. Int J Mol Med.
2022;50(4):124.

31. Zhao Y, Li M, Yao X, Fei Y, Lin Z, Li Z, et al. HCAR1/MCT1
Regulates Tumor Ferroptosis through the Lactate-Mediated
AMPK-SCD1 Activity and Its Therapeutic Implications. Cell
Rep. 2020;33(10):108487.

32. Wang X, Lu S, He C, Wang C, Wang L, Piao M, et al. RSL3
induced autophagic death in glioma cells via causing glycolysis
dysfunction. Biochem Biophys Res Commun. 2019;518(3):590–
597.

33. Li Y, Zhang Y, Qiu Q, Wang L, Mao H, Hu J, et al.
Energy-Stress-Mediated AMPK Activation Promotes GPX4-
Dependent Ferroptosis through the JAK2/STAT3/P53
Axis in Renal Cancer. Oxid Med Cell Longev. 2022;2022:
2353115.

34. Song X, Zhu S, Chen P, Hou W, Wen Q, Liu J, et al.
AMPK-Mediated BECN1 Phosphorylation Promotes Ferropto-
sis by Directly Blocking System X(c)(-) Activity. Curr Biol.
2018;28(15):2388–2399 e5.

35. Lee H, Zandkarimi F, Zhang Y, Meena JK, Kim J, Zhuang
L, et al. Energy-stress-mediated AMPK activation inhibits
ferroptosis. Nat Cell Biol. 2020;22(2):225–234.

36. Chen M, Li X, Du B, Chen S, Li Y. Upstream stimulatory
factor 2 inhibits erastin-induced ferroptosis in pancreatic can-
cer through transcriptional regulation of pyruvate kinase M2.
Biochem Pharmacol. 2022;205:115255.

37. Gan B. Mitochondrial regulation of ferroptosis. J Cell Biol.
2021;220(9):e202105043.

38. GaoM,Yi J, Zhu J,MinikesAM,Monian P, ThompsonCB, et al.
Role of Mitochondria in Ferroptosis. Mol Cell. 2019;73(2):354–
363 e3.

39. HommaT,Kobayashi S, SatoH, Fujii J. Superoxide produced by
mitochondrial complex III plays a pivotal role in the execution
of ferroptosis induced by cysteine starvation. Arch Biochem
Biophys. 2021;700:108775.

40. Song X, Liu J, Kuang F, Chen X, Zeh HJ, 3rd, Kang R, et al.
PDK4 dictates metabolic resistance to ferroptosis by suppress-
ing pyruvate oxidation and fatty acid synthesis. Cell Rep.
2021;34(8):108767.

41. Xu T, Ding W, Ji X, Ao X, Liu Y, Yu W, et al. Molecular mech-
anisms of ferroptosis and its role in cancer therapy. J Cell Mol
Med. 2019;23(8):4900–4912.

42. Kim H, Lee JH, Park JW. Down-regulation of IDH2 sensitizes
cancer cells to erastin-induced ferroptosis. Biochem Biophys
Res Commun. 2020;525(2):366–371.

43. Ta N, Qu C, Wu H, Zhang D, Sun T, Li Y, et al. Mitochon-
drial outer membrane protein FUNDC2 promotes ferroptosis
and contributes to doxorubicin-induced cardiomyopathy. Proc
Natl Acad Sci U S A. 2022;119(36):e2117396119.

44. Krainz T, Gaschler MM, Lim C, Sacher JR, Stockwell BR, Wipf
P. A Mitochondrial-Targeted Nitroxide Is a Potent Inhibitor of
Ferroptosis. ACS Cent Sci. 2016;2(9):653–659.

 25233548, 2024, 2, D
ow

nloaded from
 https://onlinelibrary.w

iley.com
/doi/10.1002/cac2.12519 by C

ochraneC
hina, W

iley O
nline L

ibrary on [03/03/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense



JIANG et al. 201

45. Han X. Lipidomics for studying metabolism. Nat Rev
Endocrinol. 2016;12(11):668–679.

46. Liang D, Minikes AM, Jiang X. Ferroptosis at the intersec-
tion of lipid metabolism and cellular signaling. Mol Cell.
2022;82(12):2215–2227.

47. Harayama T, Riezman H. Understanding the diversity of mem-
brane lipid composition. Nat Rev Mol Cell Biol. 2018;19(5):281–
296.

48. Wang B, Tontonoz P. Phospholipid Remodeling in Physiology
and Disease. Annu Rev Physiol. 2019;81:165–188.

49. Pratt DA, Tallman KA, Porter NA. Free radical oxidation
of polyunsaturated lipids: New mechanistic insights and
the development of peroxyl radical clocks. Acc Chem Res.
2011;44(6):458–467.

50. Spiteller G, Afzal M. The action of peroxyl radicals, powerful
deleterious reagents, explains why neither cholesterol nor sat-
urated fatty acids cause atherogenesis and age-related diseases.
Chemistry. 2014;20(46):14928–14945.

51. Conrad M, Kagan VE, Bayir H, Pagnussat GC, Head B,
Traber MG, et al. Regulation of lipid peroxidation and fer-
roptosis in diverse species. Genes Dev. 2018;32(9-10):602–
619.

52. YuanH, LiX, ZhangX,KangR, TangD. Identification ofACSL4
as a biomarker and contributor of ferroptosis. BiochemBiophys
Res Commun. 2016;478(3):1338–1343.

53. Doll S, Proneth B, Tyurina YY, Panzilius E, Kobayashi S, Ingold
I, et al. ACSL4dictates ferroptosis sensitivity by shaping cellular
lipid composition. Nat Chem Biol. 2017;13(1):91–98.

54. Kagan VE, Mao G, Qu F, Angeli JP, Doll S, Croix CS, et al. Oxi-
dized arachidonic and adrenic PEs navigate cells to ferroptosis.
Nat Chem Biol. 2017;13(1):81–90.

55. Dixon SJ, Winter GE, Musavi LS, Lee ED, Snijder B, Rebsamen
M, et al. Human Haploid Cell Genetics Reveals Roles for Lipid
Metabolism Genes in Nonapoptotic Cell Death. ACS Chem
Biol. 2015;10(7):1604–1609.

56. Zou Y, Henry WS, Ricq EL, Graham ET, Phadnis VV, Maretich
P, et al. Plasticity of ether lipids promotes ferroptosis suscepti-
bility and evasion. Nature. 2020;585(7826):603–608.

57. Magtanong L, Ko PJ, To M, Cao JY, Forcina GC, Tarangelo
A, et al. Exogenous Monounsaturated Fatty Acids Pro-
mote a Ferroptosis-Resistant Cell State. Cell Chem Biol.
2019;26(3):420–432 e9.

58. Mashima T, Seimiya H, Tsuruo T. De novo fatty-acid synthesis
and related pathways as molecular targets for cancer therapy.
Br J Cancer. 2009;100(9):1369–1372.

59. Hishikawa D, Hashidate T, Shimizu T, Shindou H. Diver-
sity and function ofmembrane glycerophospholipids generated
by the remodeling pathway in mammalian cells. J Lipid Res.
2014;55(5):799–807.

60. Kuwata H, Hara S. Role of acyl-CoA synthetase ACSL4
in arachidonic acid metabolism. Prostaglandins Other Lipid
Mediat. 2019;144:106363.

61. Grevengoed TJ, Klett EL, Coleman RA. Acyl-CoA metabolism
and partitioning. Annu Rev Nutr. 2014;34:1–30.

62. Li D, Li Y. The interaction between ferroptosis and lipid
metabolism in cancer. Signal Transduct Target Ther.
2020;5(1):108.

63. Lee JY, Nam M, Son HY, Hyun K, Jang SY, Kim JW, et al.
Polyunsaturated fatty acid biosynthesis pathway determines

ferroptosis sensitivity in gastric cancer. Proc Natl Acad Sci U
S A. 2020;117(51):32433–32442.

64. Wang H, Klein MG, Zou H, Lane W, Snell G, Levin I, et al.
Crystal structure of human stearoyl-coenzyme A desaturase in
complex with substrate. Nat Struct Mol Biol. 2015;22(7):581–
585.

65. Tesfay L, Paul BT, Konstorum A, Deng Z, Cox AO, Lee J, et al.
Stearoyl-CoA Desaturase 1 Protects Ovarian Cancer Cells from
Ferroptotic Cell Death. Cancer Res. 2019;79(20):5355–5366.

66. Liang D, Feng Y, Zandkarimi F, Wang H, Zhang Z, Kim J, et al.
Ferroptosis surveillance independent of GPX4 and differen-
tially regulated by sex hormones. Cell. 2023;186(13):2748–2764
e22.

67. Chen D, Chu B, Yang X, Liu Z, Jin Y, Kon N, et al. iPLA2beta-
mediated lipid detoxification controls p53-driven ferroptosis
independent of GPX4. Nat Commun. 2021;12(1):3644.

68. Mao C, Lei G, Zhuang L, Gan B. Phospholipase iPLA2beta
acts as a guardian against ferroptosis. Cancer Commun (Lond).
2021;41(11):1082–1085.

69. Rong X, Albert CJ, Hong C, Duerr MA, Chamberlain BT,
Tarling EJ, et al. LXRs regulate ER stress and inflamma-
tion through dynamic modulation of membrane phospholipid
composition. Cell Metab. 2013;18(5):685–697.

70. Kuhn H, Saam J, Eibach S, Holzhutter HG, Ivanov I, Walther
M. Structural biology of mammalian lipoxygenases: enzymatic
consequences of targeted alterations of the protein structure.
Biochem Biophys Res Commun. 2005;338(1):93–101.

71. Sun QY, ZhouHH,Mao XY. Emerging Roles of 5-Lipoxygenase
Phosphorylation in Inflammation and Cell Death. Oxid Med
Cell Longev. 2019;2019:2749173.

72. Singh NK, Rao GN. Emerging role of 12/15-Lipoxygenase
(ALOX15) in human pathologies. Prog Lipid Res. 2019;73:28–45.

73. Wenzel SE, Tyurina YY, Zhao J, St Croix CM, Dar HH, Mao
G, et al. PEBP1 Wardens Ferroptosis by Enabling Lipoxyge-
nase Generation of Lipid Death Signals. Cell. 2017;171(3):628–
641 e26.

74. Manikandan P, Nagini S. Cytochrome P450 Structure, Func-
tion and Clinical Significance: A Review. Curr Drug Targets.
2018;19(1):38–54.

75. Zou Y, Li H, Graham ET, Deik AA, Eaton JK, Wang W, et al.
Cytochrome P450 oxidoreductase contributes to phospholipid
peroxidation in ferroptosis. Nat ChemBiol. 2020;16(3):302–309.

76. Henne WM, Reese ML, Goodman JM. The assembly of
lipid droplets and their roles in challenged cells. EMBO J.
2018;37(12):e98947.

77. Petan T. Lipid Droplets in Cancer. Rev Physiol Biochem
Pharmacol. 2023;185:53–86.

78. Sun X, Yang S, Feng X, Zheng Y, Zhou J, Wang H, et al.
The modification of ferroptosis and abnormal lipometabolism
through overexpression and knockdown of potential prognos-
tic biomarker perilipin2 in gastric carcinoma. Gastric Cancer.
2020;23(2):241–259.

79. Bai Y, Meng L, Han L, Jia Y, Zhao Y, Gao H, et al. Lipid stor-
age and lipophagy regulates ferroptosis. Biochem Biophys Res
Commun. 2019;508(4):997–1003.

80. Lin Z, Liu J, Kang R, Yang M, Tang D. Lipid Metabolism in
Ferroptosis. Adv Biol (Weinh). 2021;5(8):e2100396.

81. Vettore L, Westbrook RL, Tennant DA. New aspects of amino
acid metabolism in cancer. Br J Cancer. 2020;122(2):150–156.

 25233548, 2024, 2, D
ow

nloaded from
 https://onlinelibrary.w

iley.com
/doi/10.1002/cac2.12519 by C

ochraneC
hina, W

iley O
nline L

ibrary on [03/03/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense



202 JIANG et al.

82. Shanware NP, Mullen AR, DeBerardinis RJ, Abraham RT. Glu-
tamine: pleiotropic roles in tumor growth and stress resistance.
J Mol Med (Berl). 2011;89(3):229–236.

83. Wei Z, Liu X, Cheng C, YuW, Yi P. Metabolism of Amino Acids
in Cancer. Front Cell Dev Biol. 2020;8:603837.

84. Yang J, Dai X, Xu H, Tang Q, Bi F. Regulation of Ferrop-
tosis by Amino Acid Metabolism in Cancer. Int J Biol Sci.
2022;18(4):1695–1705.

85. Bonifacio VDB, Pereira SA, Serpa J, Vicente JB. Cysteine
metabolic circuitries: druggable targets in cancer. Br J Cancer.
2021;124(5):862–879.

86. Sbodio JI, Snyder SH, Paul BD. Regulators of the transsulfura-
tion pathway. Br J Pharmacol. 2019;176(4):583–593.

87. Badgley MA, Kremer DM, Maurer HC, DelGiorno KE, Lee HJ,
Purohit V, et al. Cysteine depletion induces pancreatic tumor
ferroptosis in mice. Science. 2020;368(6486):85–89.

88. Paul BD, Sbodio JI, Snyder SH. Cysteine Metabolism in
Neuronal Redox Homeostasis. Trends Pharmacol Sci.
2018;39(5):513–524.

89. Scalise M, Console L, Cosco J, Pochini L, Galluccio M, Indiveri
C. ASCT1 and ASCT2: Brother and Sister? SLAS Discov.
2021;26(9):1148–1163.

90. Koppula P, Zhuang L, Gan B. Cystine transporter SLC7A11/xCT
in cancer: ferroptosis, nutrient dependency, and cancer therapy.
Protein Cell. 2021;12(8):599–620.

91. Koppula P, Zhang Y, Zhuang L, Gan B. Amino acid transporter
SLC7A11/xCT at the crossroads of regulating redox homeostasis
and nutrient dependency of cancer. Cancer Commun (Lond).
2018;38(1):12.

92. Li C, Gui G, Zhang L, Qin A, Zhou C, Zha X. Overview of
MethionineAdenosyltransferase 2A (MAT2A) as anAnticancer
Target: Structure, Function, and Inhibitors. J Med Chem.
2022;65(14):9531–9547.

93. Kou L, Sun R, Xiao S, Zheng Y, Chen Z, Cai A, et al.
Ambidextrous Approach To Disrupt Redox Balance in Tumor
Cells with Increased ROS Production and Decreased GSH
Synthesis for Cancer Therapy. ACS Appl Mater Interfaces.
2019;11(30):26722–26730.

94. Hao S, Yu J, He W, Huang Q, Zhao Y, Liang B, et al.
Cysteine Dioxygenase 1 Mediates Erastin-Induced Ferroptosis
in Human Gastric Cancer Cells. Neoplasia. 2017;19(12):1022–
1032.

95. Ferguson G, Bridge W. Glutamate cysteine ligase and the
age-related decline in cellular glutathione: The therapeutic
potential of gamma-glutamylcysteine. Arch Biochem Biophys.
2016;593:12–23.

96. Bernfeld E, Foster DA. Glutamine as an Essential Amino
Acid for KRas-Driven Cancer Cells. Trends Endocrinol Metab.
2019;30(6):357–368.

97. Hensley CT, Wasti AT, DeBerardinis RJ. Glutamine and can-
cer: cell biology, physiology, and clinical opportunities. J Clin
Invest. 2013;123(9):3678–3684.

98. Bode BP, Fuchs BC, Hurley BP, Conroy JL, Suetterlin JE,
Tanabe KK, et al. Molecular and functional analysis of glu-
tamine uptake in human hepatoma and liver-derived cells. Am
J Physiol Gastrointest Liver Physiol. 2002;283(5):G1062–G1073.

99. Daye D, Wellen KE. Metabolic reprogramming in cancer:
unraveling the role of glutamine in tumorigenesis. Semin Cell
Dev Biol. 2012;23(4):362–369.

100. YangWH,QiuY, StamatatosO, Janowitz T, LukeyMJ. Enhanc-
ing the Efficacy of Glutamine Metabolism Inhibitors in Cancer
Therapy. Trends Cancer. 2021;7(8):790–804.

101. Mates JM, Segura JA, Martin-Rufian M, Campos-Sandoval JA,
Alonso FJ, Marquez J. Glutaminase isoenzymes as key regula-
tors in metabolic and oxidative stress against cancer. Curr Mol
Med. 2013;13(4):514–534.

102. Yang L, Venneti S, Nagrath D. Glutaminolysis: A Hallmark of
Cancer Metabolism. Annu Rev Biomed Eng. 2017;19:163–194.

103. Wang H, Liu C, Zhao Y, Gao G. Mitochondria regulation in
ferroptosis. Eur J Cell Biol. 2020;99(1):151058.

104. ChenL, CuiH. TargetingGlutamine InducesApoptosis: ACan-
cer Therapy Approach. Int J Mol Sci. 2015;16(9):22830–22855.

105. Wang JB, Erickson JW, Fuji R, Ramachandran S, Gao P,
Dinavahi R, et al. Targeting mitochondrial glutaminase activity
inhibits oncogenic transformation. CancerCell. 2010;18(3):207–
219.

106. Zimmermann SC, Duvall B, Tsukamoto T. Recent Progress in
the Discovery of Allosteric Inhibitors of Kidney-Type Glutami-
nase. J Med Chem. 2019;62(1):46–59.

107. Zeng T, Deng G, Zhong W, Gao Z, Ma S, Mo C, et al.
Indoleamine 2, 3-dioxygenase 1enhanceshepatocytes ferropto-
sis in acute immune hepatitis associated with excess nitrative
stress. Free Radic Biol Med. 2020;152:668–79.

108. Liu D, Liang CH, Huang B, Zhuang X, Cui W, Yang
L, et al. Tryptophan Metabolism Acts as a New Anti-
Ferroptotic Pathway to Mediate Tumor Growth. Adv Sci
(Weinh). 2023;10(6):e2204006.

109. Zeitler L, Fiore A,Meyer C, RussierM, Zanella G, Suppmann S,
et al. Anti-ferroptoticmechanism of IL4i1-mediated amino acid
metabolism. Elife. 2021;10:e64806.

110. Sun L, Song L, Wan Q, Wu G, Li X, Wang Y, et al. cMyc-
mediated activation of serine biosynthesis pathway is critical
for cancer progression under nutrient deprivation conditions.
Cell Res. 2015;25(4):429–444.

111. Chepikova OE, Malin D, Strekalova E, Lukasheva EV,
Zamyatnin AA, Jr., Cryns VL. Lysine oxidase exposes a
dependency on the thioredoxin antioxidant pathway in
triple-negative breast cancer cells. Breast Cancer Res Treat.
2020;183(3):549–564.

112. Frazer DM, Anderson GJ. The regulation of iron transport.
Biofactors. 2014;40(2):206–214.

113. El Hout M, Dos Santos L, Hamai A, Mehrpour M. A promising
new approach to cancer therapy: Targeting iron metabolism
in cancer stem cells. Semin Cancer Biol. 2018;53:125–
138.

114. Ryu MS, Zhang D, Protchenko O, Shakoury-Elizeh M, Philpott
CC. PCBP1 and NCOA4 regulate erythroid iron storage and
heme biosynthesis. J Clin Invest. 2017;127(5):1786–1797.

115. Yan HF, Zou T, Tuo QZ, Xu S, Li H, Belaidi AA, et al. Fer-
roptosis: mechanisms and links with diseases. Signal Transduct
Target Ther. 2021;6(1):49.

116. Wang Z, Ding Y,Wang X, Lu S,Wang C, He C, et al. Pseudolaric
acid B triggers ferroptosis in glioma cells via activation of Nox4
and inhibition of xCT. Cancer Lett. 2018;428:21–33.

117. Mancias JD, Wang X, Gygi SP, Harper JW, Kimmelman
AC. Quantitative proteomics identifies NCOA4 as the cargo
receptor mediating ferritinophagy. Nature. 2014;509(7498):105–
109.

 25233548, 2024, 2, D
ow

nloaded from
 https://onlinelibrary.w

iley.com
/doi/10.1002/cac2.12519 by C

ochraneC
hina, W

iley O
nline L

ibrary on [03/03/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense



JIANG et al. 203

118. Geng N, Shi BJ, Li SL, Zhong ZY, Li YC, Xua WL, et al.
Knockdown of ferroportin accelerates erastin-induced ferrop-
tosis in neuroblastoma cells. Eur Rev Med Pharmacol Sci.
2018;22(12):3826–3836.

119. Brown CW, Amante JJ, Chhoy P, Elaimy AL, Liu H, Zhu LJ,
et al. Prominin2 Drives Ferroptosis Resistance by Stimulating
Iron Export. Dev Cell. 2019;51(5):575–586 e4.

120. Wu J,Wang Y, Jiang R, Xue R, Yin X,WuM, et al. Ferroptosis in
liver disease: new insights into diseasemechanisms. Cell Death
Discov. 2021;7(1):276.

121. Okuno T, Motobayashi S, Ueno H, Nakamuro K. Purification
and characterization of mouse hepatic enzyme that con-
verts selenomethionine to methylselenol by its alpha,gamma-
elimination. Biol Trace Elem Res. 2005;106(1):77–94.

122. Esaki N, Nakamura T, Tanaka H, Suzuki T, Morino Y, Soda
K. Enzymatic synthesis of selenocysteine in rat liver. Biochem-
istry. 1981;20(15):4492–4496.

123. Burk RF, Hill KE. Regulation of Selenium Metabolism and
Transport. Annu Rev Nutr. 2015;35:109–134.

124. Shimada BK, Swanson S, Toh P, Seale LA. Metabolism of
Selenium, Selenocysteine, and Selenoproteins in Ferroptosis in
Solid Tumor Cancers. Biomolecules. 2022;12(11):1581.

125. Hariharan S, Dharmaraj S. Selenium and selenoproteins: it’s
role in regulation of inflammation. Inflammopharmacology.
2020;28(3):667–695.

126. Labunskyy VM, Hatfield DL, Gladyshev VN. Selenoproteins:
molecular pathways and physiological roles. Physiol Rev.
2014;94(3):739–777.

127. Wu Y, Zhang S, Gong X, Tam S, Xiao D, Liu S, et al. The
epigenetic regulators and metabolic changes in ferroptosis-
associated cancer progression. Mol Cancer. 2020;19(1):39.

128. Rong Y, Gao J, Kuang T, Chen J, Li JA, Huang Y, et al. DIAPH3
promotes pancreatic cancer progression by activating seleno-
protein TrxR1-mediated antioxidant effects. J Cell Mol Med.
2021;25(4):2163–2175.

129. Hassannia B, Vandenabeele P, Vanden Berghe T. Targeting Fer-
roptosis to Iron Out Cancer. Cancer Cell. 2019;35(6):830–849.

130. Doll S, Freitas FP, Shah R, AldrovandiM, da SilvaMC, Ingold I,
et al. FSP1 is a glutathione-independent ferroptosis suppressor.
Nature. 2019;575(7784):693–698.

131. Li W, Liang L, Liu S, Yi H, Zhou Y. FSP1: a key regulator of
ferroptosis. Trends Mol Med. 2023;29(9):753–764.

132. Lv Y, Liang C, SunQ, Zhu J, XuH, Li X, et al. Structural insights
into FSP1 catalysis and ferroptosis inhibition. Nat Commun.
2023;14(1):5933.

133. Xavier da Silva TN, Schulte C, AlvesAN,MaricHM, Friedmann
Angeli JP. Molecular characterization of AIFM2/FSP1 inhibi-
tion by iFSP1-like molecules. Cell Death Dis. 2023;14(4):281.

134. Nakamura T, Hipp C, Santos Dias Mourao A, Borggrafe J,
Aldrovandi M, Henkelmann B, et al. Phase separation of FSP1
promotes ferroptosis. Nature. 2023;619(7969):371–377.

135. Lee JY, Kim WK, Bae KH, Lee SC, Lee EW. Lipid Metabolism
and Ferroptosis. Biology (Basel). 2021;10(3):184.

136. Park S, Oh J, Kim M, Jin EJ. Bromelain effectively suppresses
Kras-mutant colorectal cancer by stimulating ferroptosis. Anim
Cells Syst (Seoul). 2018;22(5):334–340.

137. Ye Y, Chen A, Li L, Liang Q, Wang S, Dong Q, et al. Repression
of the antiporter SLC7A11/glutathione/glutathione peroxidase

4 axis drives ferroptosis of vascular smoothmuscle cells to facil-
itate vascular calcification. Kidney Int. 2022;102(6):1259–1275.

138. Chen X, Yu C, Kang R, Kroemer G, Tang D. Cellular degrada-
tion systems in ferroptosis. Cell Death Differ. 2021;28(4):1135–
1148.

139. Wang L, Liu Y, Du T, Yang H, Lei L, Guo M, et al. ATF3 pro-
motes erastin-induced ferroptosis by suppressing system Xc.
Cell Death Differ. 2020;27(2):662–675.

140. WangD, Tang L, ZhangY,GeG, JiangX,MoY, et al. Regulatory
pathways and drugs associated with ferroptosis in tumors. Cell
Death Dis. 2022;13(6):544.

141. Sun S, Guo C, Gao T, Ma D, Su X, Pang Q, et al. Hypoxia
Enhances Glioma Resistance to Sulfasalazine-Induced Ferrop-
tosis byUpregulating SLC7A11 via PI3K/AKT/HIF-1alphaAxis.
Oxid Med Cell Longev. 2022;2022:7862430.

142. Sui X, Zhang R, Liu S, Duan T, Zhai L, Zhang M, et al.
RSL3 Drives Ferroptosis Through GPX4 Inactivation and ROS
Production in Colorectal Cancer. Front Pharmacol. 2018;9:1371.

143. Wang H, Wang C, Li B, Zheng C, Liu G, Liu Z, et al. Discov-
ery of ML210-Based glutathione peroxidase 4 (GPX4) degrader
inducing ferroptosis of human cancer cells. Eur J Med Chem.
2023;254:115343.

144. Zhang X, Ma Y, Ma J, Yang L, Song Q, Wang H, et al.
Glutathione Peroxidase 4 as a Therapeutic Target for Anti-
Colorectal Cancer Drug-Tolerant Persister Cells. Front Oncol.
2022;12:913669.

145. Yang L, Chen X, Yang Q, Chen J, Huang Q, Yao L, et al. Broad
Spectrum Deubiquitinase Inhibition Induces Both Apoptosis
and Ferroptosis in Cancer Cells. Front Oncol. 2020;10:949.

146. Tang D, Kroemer G. Ferroptosis. Curr Biol. 2020;30(21):R1292–
R1297.

147. Ma S, Henson ES, Chen Y, Gibson SB. Ferroptosis is induced
following siramesine and lapatinib treatment of breast cancer
cells. Cell Death Dis. 2016;7(7):e2307.

148. Eling N, Reuter L, Hazin J, Hamacher-Brady A, Brady NR.
Identification of artesunate as a specific activator of ferroptosis
in pancreatic cancer cells. Oncoscience. 2015;2(5):517–532.

149. Mai TT, Hamai A, Hienzsch A, Caneque T, Muller S, Wicinski
J, et al. Salinomycin kills cancer stem cells by sequestering iron
in lysosomes. Nat Chem. 2017;9(10):1025–1033.

150. Yang Y, Sun S, Xu W, Zhang Y, Yang R, Ma K, et al. Piper-
longumine Inhibits Thioredoxin Reductase 1 by Targeting
Selenocysteine Residues and Sensitizes Cancer Cells to Erastin.
Antioxidants (Basel). 2022;11(4):710.

151. Koeberle SC, Kipp AP, Stuppner H, Koeberle A. Ferroptosis-
modulating small molecules for targeting drug-resistant can-
cer: Challenges and opportunities in manipulating redox
signaling. Med Res Rev. 2023;43(3):614–682.

152. Lei G, Mao C, Yan Y, Zhuang L, Gan B. Ferroptosis, radio-
therapy, and combination therapeutic strategies. Protein Cell.
2021;12(11):836–857.

153. DeWaal D, Nogueira V, Terry AR, Patra KC, Jeon SM, Guzman
G, et al. Hexokinase-2 depletion inhibits glycolysis and induces
oxidative phosphorylation in hepatocellular carcinoma and
sensitizes to metformin. Nat Commun. 2018;9(1):446.

154. Feng J, Lu PZ, ZhuGZ,Hooi SC,WuY,HuangXW, et al. ACSL4
is a predictive biomarker of sorafenib sensitivity in hepatocel-
lular carcinoma. Acta Pharmacol Sin. 2021;42(1):160–170.

 25233548, 2024, 2, D
ow

nloaded from
 https://onlinelibrary.w

iley.com
/doi/10.1002/cac2.12519 by C

ochraneC
hina, W

iley O
nline L

ibrary on [03/03/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense



204 JIANG et al.

155. Chen GQ, Benthani FA, Wu J, Liang D, Bian ZX, Jiang X.
Artemisinin compounds sensitize cancer cells to ferroptosis by
regulating iron homeostasis. Cell Death Differ. 2020;27(1):242–
254.

156. Luo Y, Yan P, Li X, Hou J, Wang Y, Zhou S. pH-Sensitive
Polymeric Vesicles for GOx/BSO Delivery and Synergetic
Starvation-Ferroptosis Therapy of Tumor. Biomacromolecules.
2021;22(10):4383–4394.

How to cite this article: Jiang X, Peng Q, Peng
M, Oyang L, Wang H, Liu Q, et al. Cellular
metabolism: A key player in cancer ferroptosis.
Cancer Commun.. 2024;44:185–204.
https://doi.org/10.1002/cac2.12519

 25233548, 2024, 2, D
ow

nloaded from
 https://onlinelibrary.w

iley.com
/doi/10.1002/cac2.12519 by C

ochraneC
hina, W

iley O
nline L

ibrary on [03/03/2024]. See the T
erm

s and C
onditions (https://onlinelibrary.w

iley.com
/term

s-and-conditions) on W
iley O

nline L
ibrary for rules of use; O

A
 articles are governed by the applicable C

reative C
om

m
ons L

icense

https://doi.org/10.1002/cac2.12519

	Cellular metabolism: A key player in cancer ferroptosis
	Abstract
	1 | BACKGROUND
	2 | THE CELLULAR METABOLISM-RELATED MECHANISMS UNDERLYING CANCER FERROPTOSIS
	2.1 | Glucose metabolism
	2.2 | Fatty acid metabolism
	2.3 | Amino acid metabolism
	2.4 | Iron metabolism
	2.5 | Selenium metabolism

	3 | FERROPTOSIS INDUCERS
	4 | CONCLUSIONS AND PERSPECTIVE
	DECLARATIONS
	AUTHOR CONTRIBUTIONS
	ACKNOWLEDGMENTS
	CONFLICT OF INTEREST STATEMENT
	ETHICS APPROVAL AND CONSENT TO PARTICIPATE
	CONSENT FOR PUBLICATION
	DATA AVAILABILITY STATEMENT

	ORCID
	REFERENCES


